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	Objective: to investigate the relationship between the polymorphism of the C3435T 
marker locus in the multidrug resistance gene and clinical and anamnestic data of 
steroid resistance in patients with acantholytic pemphigus (AP).

Materials and methods: To establish the molecular genetic features of steroid 
resistance (SR), the study of the C3435T polymorphism in the MDR1 gene was 
conducted in 33 patients with AP. SR was determined by the IR scale to SGCS. 
The control group included 20 practically healthy individuals, representative in age 
and gender. he buccal epithelium obtained by scraping from the oral

mucosa was studied. The frequency of allele variation among the polymorphisms in 
the MDR1 gene was  determined using PCR (reagent kit manufactured by Roche 
Applied Sciences (USA).

Results. The condition of patients with IR to SGCS (9.2±0.4) points, who had a 
homozygous TT allele and a widespread nature of dermatosis, was assessed as 
steroid resistance. In patients with an index of (3.6±0.3) points with a homozygous 
allele for the SS haplotype, dermatosis was limited to the mucous membranes, the 
condition was considered steroid-sensitive (SS). In 17 patients with AP,

the average IR value to SGCS was (7.3±0.6) points, heterozygous alleles for the ST 
haplotype were detected: in 3 people (9.1%) from the MF group, the IR in whom was 
(6.3±0.2) points; in 14 people (47.4%) from the SR group, the IR in whom was 
(7.5±0.6) points. The course of the disease in these patients was characterized by the 
presence of erosive elements on the mucous membranes and bullous elements on 
the skin of the trunk and face. The IR indicators to SGCS in the patients of the studied
 groups significantly differed from each other, which was proven by mathematical 
calculations.

Conclusions: It was established that the TT haplotype of the MDR1 gene was 
detected in 9 individuals (27.3%), the T allele of the ST genotype locus in 17 
individuals (51.5%). The presence of the T allele in the MDR1 gene genotype is a 
dominant feature in the group of examined patients. This allele leads to accelerated 
drug clearance from cells and reduces the therapeutic effect, which gives grounds to

attribute patients with the above-described features to the risk group for the 
development of resistance to systemic glucocorticosteroids.
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